A SINGLE 8-COLOR FLOW-CYTOMETRIC IMMUNOSTAINING ALLOWS
DELINEATION OF BOTH TYPICAL MYELOID AND LYMPHOID ACUTE LEUKEMIA
AND UNDIFFERENTIATED/IMMATURE ACUTE LEUKEMIA :
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The development of standardized 8-color flow cytometry (FC) combined with bio-informatic o m ot
merging of data from multiple tubes/cases allows multiparameter evaluation of surface and
intracellular proteins at the single cell level, while maintaining all the advantages of FC
diagnostics (rapidity, evaluation of cellular heterogeneity, application to minimal residual disease, F I OW

etc).
www.euroflow.org

Within the European EuroFlow program, we designed an 8-color Acute Leukemia Orientation Tube (ALOT) for fast and efficient evaluation of
patients with suspected acute leukemia in order to choose appropriate, more detailed immunophenotypic panels. (Fig. 1)
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Fig 1: Antibody combination of the ALOT.

A- PATIENTS / SAMPLES AND FC ANALYSIS
A total of 157 acute leukemia samples (105 BM, 45 PB, 7 others) were analyzed with ALOT by FC (FACS Canto Il, BD Biosciences), in 8 different centers, using
the EuroFlow standard operating procedures (SOP) for instrument settings, which justified comparison of intermachine results. Conventional diagnostic procedures
for lineage assessment of blast cells were used at each center in parallel.

B - BIOINFORMATIC PROCESSING OF DATA

ALOT data were centrally collected and processed using the Infinicyt software (Cytognos SL, Salamanca) as shown in
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1 - Pairwise PCA-based comparison of well characterized leukemias enables recognition of 3 well separated disease clusters (Fig. 3)
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- BCP-ALL cases (n=89) Fig. 3 : Based on the ALOT combination, all
typical cases of AL (152/157) can be recognized
- T-ALL cases (n=27) with the new approach. No case was
misclassified.
- AML cases (n=36)
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